Single crystals of the title compound were obtained by slow evaporation of an ethylacetate solution.
The title compound, C 12 H 9 N 3 , is an unhydrated analogue of the previously reported trihydrate. The molecule is essentially planar, with a 3.62 (11) angle between the pyridine and benzimidazole planes. In the crystal, N-HÁ Á ÁN hydrogen bonds result in chains of molecules parallel to [010] , which are additionally linked by weakstacking interactions [centroid-centroid distance = 3.7469 (17) Å ], resulting in extended sheets of molecules parallel to (103).
Related literature
For the structure of the trihydrate of the title compound, see: Huang et al. (2004) Experimental Crystal data C 12 H 9 N 3 M r = 195.22 Monoclinic, P2 1 =n a = 6.0602 (14) Å b = 11.610 (3) Å c = 13.892 (4) Å = 101.838 (8) V = 956.6 (4) Å 3 Z = 4 Mo K radiation = 0.09 mm À1 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: APEX2 (Bruker, 2010) ; cell refinement: SAINT (Bruker, 2010) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: publCIF (Westrip, 2010) . reported for the trihydrate analogue (Huang et al., 2004) .
Hydrogen-bonding interactions involving the benzimidazole N-H and the pyridine result in chains of molecules parallel to [0 1 0]. Figure 2 shows a packing diagram with the hydrogen-bonded chains displayed. The trihydrate (Huang et al., 2004) hydrogen-bonding network is much more extensive, involving the three waters of hydration, the benzimidazole amine group and the pyridine. As seen in figure 2, pairs of molecules related by an inversion center exhibit π stacking. The spacing between the mean planes formed by the molecules is 3.43 Å. The shortest internuclear separation between related molecules is 3.460 (2) Å (N2···C7).
Experimental
The title compound was prepared by stirring 0.373 g (3.45 mmole) o-phenylenediamine, 0.67 ml (7.1 mmole) 4-pyridinecarboxaldehyde, and 0.75 g NH 4 Cl in 25 ml CHCl 3 for 5 days at room temperature. After removal of the solvent, the crude product mixture was extracted with water and ethylacetate and the solvent was removed from the organic phase.
The resulting solid was passed through a short silica column using a 30:70 mixture of hexanes: ethyl acetate, yielding 0.442 g of solid that contained two components based on TLC analysis was obtained. The mixture was passed through a second silica column using 90:10 ethyl acetate: ethanol. The first component isolated was the title compound (0.380 g, 
Refinement
All hydrogen atoms were observed in difference Fourier maps. The H atoms bonded to carbon were refined using a riding model with C-H = 0.95 Å and U iso = 1.2U eq (C). The coordinates and isotropic thermal parameters of the amine H atom were refined without constraints.
Computing details
Data collection: APEX2 (Bruker, 2010) ; cell refinement: SAINT (Bruker, 2010) ; data reduction: SAINT (Bruker, 2010) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009 ) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: publCIF (Westrip, 2010) . Perspective view of the title compound. Thermal parameters are drawn at the 50% probability level.
Figure 2
Packing diagram down [1 0 0] displaying the H-bonding network. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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